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« A semi-mechanism population pharmacokinetic .
model with time-dependent kinetics of red blood
cell binding and partitioning of Drug X was
developed (Figurel). The model Iincorporated

« The RBC distribution of Drug X involved two
parallel processes and In Vitro B/P experiment is
not possible to provide the In Vivo time-
dependent kinetic of RBC binding and partitioning.
Unless some more advanced In Vitro B/P
experiment Is used such as BIOCORE using
surface plasmon resonance (SPR).

Further, a sub-compartment of blood model is
built In the software phoenix NLME (Pharsight
Company, St. Louis, Missouri, USA). This sub-
compartment blood model includes first-order
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